S1 Table. Primers used for mutant and transgene genotyping.

Mutant/Transgene | Primers for wild-type allele Primers for mutant allele

osdl-2 0sd1-2-GT21481U 0sd1-2-GT21481U;
(CCGGTGTTCTTGTGACTCG); Ds3-4
0sd1-2-GT21481L (CCGTCCCGCAAGTTAAAT
(GCAGATTCCTAATTCAGCTC) ATG)

osdl-3 osd1-3-Fw T-DNA-Fw
(CTCATTGTCTCTCTACACAGTTT | (CTGGGAATGGCGAAATC
TGGAGTT); AAGGCATC); osd1-3-Rev
osd1-3-Rev
(TCGCATATGGTCTCTTCTCCTAA
GTAAAGA)

tam-2 tam-2-N874380U LB3Sail
(GACTTGATGGATCCACAGC); (TAGCATCTGAATTTCATA
tam-2-N874380L ACCAATCTCGATACAC);
(CAGAAATCCTCCACTTGCG) tam-2-N874380L

spoll-1-3 Atspol1-1-3-N646172U LBSalk2
(AATCGGTGAGTCAGGTTTCAG); | (GCTTTCTTCCCTTCCTTTC
Atspol1-1-3-N646172L TC);
(CCATGGATGAAAGCGATTTAG) | Atspol1-1-3-N646172L

rec8-3 Atrec8-3-N836037U LB3Sail; Atrec8-3-N836037L
(CTCATATTCACGGTGCTCCC);
Atrec8-3-N836037L
(GGGGGAAAAGAGAAAGGTTC)

cenh3-1 cenh3-1-F cenh3-1-F; cenh3-1-R;
(GGTGCGATTTCTCCAGCAGTAA | digest with EcoRV — fragment
AAATC); remains uncut
cenh3-1-R
(CTGAGAAGATGAAGCACCGGC
GATAT); digest with EcoRV -
fragment is cut

inpl-1 22600-DF 22600-DF; 22600-DR;
(CCATTTAGACAAGGGCTTG); digest with Sacl — fragment is
22600-DR cut
(AACTTGATACGACGAGACCO);
digest with Sacl — fragment remains
uncut

INPIpr:INPI- 22600-BF

YFP (ACGACGAAGACGAGGAAAQC)

EYFP-3
(GTTCACCTTGATGCCGTTCTTCT
G)







